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Afipia felis B-91-007352T (M65248)

Oligotropha carboxidovorans OM5T (CP002826)
Nitrobacter winogradskyi Nb-255T (CP000115)
Rhodopseudomonas palustris DSM 1237 (AB175650)
Tardjphaga robiniae LMG 26467 (FR753034)
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Blastobacter capsulatus |FAM 10047 (X73042)
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